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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CREB3 10488 BC010158 NM_006368
About the gene

Official Symbol CREB3

Previous Symbol -

Official Full Name | cAMP responsive element binding protein 3

Synonyms LZIP; Luman; sLZIP
Location 9pl13.3

Gene Type protein-coding gene

Uniprot ID 043889

Pathway/Library others

This gene encodes a transcription factor that is a member of the leucine zipper family of DNA binding
proteins. This protein binds to the cAMP-responsive element, an octameric palindrome. The protein
interacts with host cell factor C1, which also associates with the herpes simplex virus (HSV) protein VP16
Gene Summary that induces transcription of HSV immediate-early genes. This protein and VP16 both bind to the same
site on host cell factor C1. It is thought that the interaction between this protein and host cell factor C1
plays a role in the establishment of latency during HSV infection. An additional transcript variant has been
identified, but its biological validity has not been determined.
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W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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